Mink3a protein sequence 

1 MGDPAPARSLDD IDLSALRDPAGIFELVEVVGNGTYGQVYKGRHVKTGQLAAIKVMDVTE 
61 DEEEE IKQE INMLKKYSHHRNIATYYGAFIKKSPPGNDDQ^ 

121 KGNALKEDC IAYICRE ILRGIAHLHAHKVIHRDIKGQNVLLTENAEVKLVDFGVSAQLDR 
181 TVGRRNTFIGT PYWMAPEVIACDENPDA3? YDY RSDIWSLGI TAIEMAE GAPPLCDMHPMR 
241 ALFLIPRNPPPRLKSKKW'SKKFIDFIDTCLIKTYLSRPPTEQIiIjKFPFIRDQPTERQVRI 
301 QLKDHIDRSRKKRGEKEETEYEYSGSEEEDDSHGEEGEPSSIMNVPGESTLRREFLRLQQ 
361 ENKSNSE ALKQQQQLQQQQQRDPE AH I KHIXHQRQRRIEEQKEERRRVEEQQRRERE QRK 
421 LQEKE QQRRLEDMQALRREEERRQAERE QE YKRKQLEE QRQSERLQRQLQQE HAYLKSLQ 
481 QQQQQQQLQKQQQQQLLPGDRKPLYHYGRC^dNPADKPAWAREVEERTRMNKQQKSPLAKS 
541 KPGS TGPE PP I PQAS PGPPGPLSQTPPMQRPVE PQE GPHKSLQDQPTRNLAAFPASHDPD 
601 PAI PAP TATPSARGAVTRQNSDPTSE GPGPS PNPPAWVRPDNE APPKVPQRT S S I ATALN 
661 TSGAGGSRPAQAVRARPRSNSAWQIYLQRRAERGTPKPPGPPAQPPGPPNASSNPDLRRS 
721 DPGWERSDSVLPASHGHLPQAGSLERNRVGAS sklds spvls pgnkakpddhrsrpgrpa 
781 df^lkertldeaprppkkamdysssseevesseddeeegeggpaegsrdtpggrsdgdt 
841 dsvstmwhdvee itgtqppygggxmvvqrtpeeernllhadsngytnlpdwqpshspt 
901 enskgqsppskdgsgdyqsrglvkapgkssftmfvdiigiyqpggsgdsipitalvggegt 

961 RLDQLQYDVRKGSWNVNPTNTRAHSE TPE IRKYKKRFNSE ILCAALWGVNLLVGTENGL 
1021 MLLDRS GQGKVYGL I GRRRFQQMDVLE GLNLL I T I S GKKNKLRVYYL SWI^RNKI LHND PE 
1081 VEKKQGWT TVGDME GCGHYRVVKYERIKFLVI ALKS SVE VYAWAPKPYHKFMAFKSFADL 
1141 PHRPLLVDLTVEEGQRLKVT YGS SAGFHAVDVDSGNSYD I Y I PVH IQSQI TPHAI I FLPN 
1201 TDGMEMLLC YEDE GVYVNTYGRI IKDWXiQWGEMPTSVAY ICSNQ IMGWGEKAIE IRSVE 
1261 TGHIiDGVFMHKRAQRLKFLCERNDKVFFASVRS GGS S QVYFMTLNRNCIMNW 



Mink3a nucleotide sequence 

GCCCTTATGGGCGACCCAGCCCCCGCCCGC 

AGCCTGGACGACATCGACCTGTCCGCCCTGCGGGACCCTGCTGGGATCTTTGAGCTTGTG 
GAGGTGGTCGGCAATGGAACCTACGGACAGGTGTACAAGGGTCGGCATGTCAAGACGGGG 
CAGCTGGCTGCCATCAAGGTCATGGATGTCACGGAGGACGAGGAGGAAGAGATCAAACAG 
GAGATCAACATGCTGAAAAAGTACTCTCACCACCGCAACATCGCCACCTACTACGGAGCC 
TTCATCAAGAAGAGCCCCCCGGGAAACGATGACCAGCTCTGGCTGGTGATGGAGTTCTGT 
GGTGCTGGTTCAGTGACTGACCTGGTAAAGAACACAAAAGGCAACGCCCTGAAGGAGGAC 
TGTATCGCCTATATCTGCAGGGAGATCCTCAGGGGTCTGGCCCATCTCCATGCCCACAAG 
GTGATCCATCGAGACATCAAGGGGCAGAATGTGCTGCTGACAGAGAATGCTGAGGTCAAG 
CTAGTGGATTTTGGGGTGAGTGCTCAGCTGGACCGCACCGTGGGCAGACGGAACACTTTC 
ATTGGGACTCCCTACTGGATGGCTCCAGAGGTCATCGCCTGTGATGAGAACCCTGATGCC 
ACCTATGATTACAGGAGTGATATTTGGTCTCTAGGAATCACAGCCATCGAGATGGCAGAG 
GGAGCCCCCCCTCTGTGTGACATGCACCCCATGCGAGCCCTCTTCCTCATTCCTCGGAAC 
CCTCCGCCCAGGCTCAAGTCCAAGAAGTGGTCTAAGAAGTTCATTGACTrCATTGACACA 
TGTCTCATCAAGACTTACCTGAGCCGCCCACCCACGGAGCAGCTACTGAAGTTTCCCTTC 
ATCCGGGACCAGCCCACGGAGCGGCAGGTCCGCATCCAGCTTAAGGACCACATTGACCGA 
TCCCGGAAGAAGCGGGGTGAGAAAGAGGAGACAGAATATGAGTACAGCGGCAGCGAGGAG 
GAAGATGACAGCCATGGAGAGGAAGGAGAGCCAAGCTCCATCATGAACGTGCCTGGAGAG 
T CGACTCT ACGCCGGGAGT TTCTCC GGCT CCAGC AGGAAAATAAG AGC AACTCAGAGGCT 
TTAAAACAGCAGCAGCAGCTGCAGCAGCAGCAGCAGCGAGACCCCGAGGCACACATCAAA 
CACCTGCTGCACCAGCGGCAGCGGCGCATAGAGGAGCAGAAGGAGGAGCGGCGCCGCGTG 
GAGGAGCAACAGCGGCGGGAGCGGGAGCAGCGGAAGCTGCAGGAGAAGGAGCAGCAGCGG 
CGGCTGGAGGACATGCAGGCTCTGCGGCGGGAGGAGGAGCGGCGGCAGGCGGAGCGTGAG 
CAGGAATACAAGCGGAAGCAGCTGGAGGAGCAGCGGCAGTCAGAACGTCTCCAGAGGCAG 
CTGCAGCAGGAGCATGCCTACCTCAAGTCCCTGCAGCAGCAGCAACAGCAGCAGCAGCTT 
CAGAAACAGCAGCAGCAGCAGCTCCTGCCTGGGGACAGGAAGCCCCTGTACCATTATGGT 
CGGGGCATGAATCCCGCTGACAAACCAGCCTGGGCCCGAGAGGTAGAAGAGAGAACAAGG 
ATGAACAAGCAGCAGAACTCTCCCTTGGCCAAGAGCAAGCCAGGCAGCACGGGGCCTGAG 
CCCCCCATCCCCCAGGCCTCCCCAGGGCCCCCAGGACCCCTTTCCCAGACTCCTCCTATG 
CAGAGGCCGGTGGAGCCCCAGGAGGGACCGCACAAGTCCCTGCAGGACCAGCCCACCCGA 
AACCTGGCTGCCTTCCCAGCCTCCCATGACCCCGACCCTGCCATCCCCGCACCCACTGCC 
ACGCCCAGTGCCCGAGGAGCTGTCATCCGCCAGAATTCAGACCCCACCTCTGAAGGACCT 
GGCCCCAGCCCGAATCCCCCAGCCTGGGTCCGCCCAGATAACGAGGCCCCACCCAAGGTG 
CCTCAGAGGACCTCATCTATCGCCACTGCCCTTAACACCAGTGGGGCCGGAGGGTCCCGG 
CCAGCCCAGGCAGTCCGTGCCAGACCTCGCAGCAACTCCGCCTGGCAAATCTATCTGCAA 
AGGCGGGCAGAGCGGGGCACCCCAAAGCCTCCAGGGCCCCCTGCTCAGCCCCCTGGCCCG 
CCCAACGCCTCTAGTAACCCCGACCTCAGGAGGAGCGACCCTGGCTGGGAACGCTCGGAC 
AGCGTCCTTCCAGCCTCTCACGGGCACCTCCCCCAGGCTGGCTCACTGGAGCGGAACCGC 
GTGGGAGCCTCCTCCAAACTGGACAGCTCCCCTGTGCTCTCCCCTGGGAATAAAGCCAAG 
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CCCGACGACCACCGCTCACGGCCAGGCCGGCCCGCAGACTTTGTGTTGCTGAAAGAGCGG 
ACTCTGGACGAGGCCCCTCGGCCTCCCAAGAAGGCCATGGACTACTCGTCGTCCAGCGAG 
GAGGTGGAAAGCAGTGAGGACGACGAGGAGGAAGGCGAAGGCGGGCCAGCAGAGGGGAGC 
AGAGATACCCCTGGGGGCCGCAGCGATGGGGATACAGACAGCGTCAGCACCATGGTGGTC 
CACGACGTCGAGGAGATCACCGGGACCCAGCCCCCATACGGGGGCGGCACCATGGTGGTC 
C AGCGC ACC CC T G AAG AGG AGCGG AAC C T GC T GC ATGC T G AC AGC AATGGGTAC AC AAAC 
CTGCCTGACGTGGTCCAGCCCAGCCACTCACCCACCGAGAACAGCAAAGGCCAAAGCCCA 
CCCTCGAAGGATGGGAGTGGTGACTACCAGTCTCGTGGGCTGGTAAAGGCCCCTGGCAAG 
AGCTCGTTCACGATGTTTGTGGATCTAGGGATCTACCAGCCTGGAGGCAGTGGGGACAGC 
ATCCCCATCACAGCCCTAGTGGGTGGAGAGGGCACTCGGCTCGACCAGCTGCAGTACGAC 
GTGAGGAAGGGTTCTGTGGTCAACGTGAATCCCACCAACACCCGGGCCCACAGTGAGACC 
CCTGAGATCCGGAAGTACAAGAAGCGATTCAACTCCGAGATCCTCTGTGCAGCCCTTTGG 
GGGGTCAACCTGCTGGTGGGCACGGAGAACGGGCTGATGTTGCTGGACCGAAGTGGGCAG 
GGCAAGGTGTATGGACTCATTGGGCGGCGACGCTTCCAGCAGATGGATGTGCTGGAGGGG 
CTCAACCTGCTCATCACCATCTCAGGGAAAAGGAACAAACTGCGGGTGTATTACCTGTCC 
TGGCTCCGGAACAAGATTCTGCACAATGACCCAGAAGTGGAGAAGAAGCAGGGCTGGACC 
ACCGTGGGGGACATGGAGGGCTGCGGGCACTACCGTGTTGTGAAATACGAGCGGATTAAG 
TTCCTGGTCATCGCCCTCAAGAGCTCCGTGGAGGTGTATGCCTGGGCCCCCAAACCCTAC 
CACAAATTCATGGCCTTCAAGTCCTTTGCCGACCTCCCCCACCGCCCTCTGCTGGTCGAC 
CTGACAGTAGAGGAGGGGCAGCGGCTCAAGGTCATCTATGGCTCCAGTGCTGGCTTCCAT 
GCTGTGGATGTCGACTCGGGGAACAGCTATGACATCTACATCCCTGTGCACATCCAGAGC 
CAGATCACGCCCCATGCCATCATCTTCCTCCCCAACACCGACGGCATGGAGATGCTGCTG 
T GC T ACGAGGACGAGGGT GTCT ACGT C AACACGTACGGGC GC AT CATTAAGGAT GTGGTG 
CTGCAGTGGGGGGAGATGCCTACTTCTGTGGCCTACATCTGCTCCAACCAGATAATGGGC 
TGGGGTGAGAAAGCCATTGAGATCCGCTCTGTGGAGACGGGCCACCTCGACGGGGTCTTC 
ATGCACAAACGAGCTCAGAGGCTCAAGTTCCTGTGTGAGCGGAATGACAAGGTGTTTTTT 
GCCTCAGTCCGCTCTGGGGGCAGCAGCCAAGTTTACTTCATGACTCTGAACCGTAACTGC 
ATCATGAACTGGTGAAAGGGC 



Mink3b protein sequence 

1 MDVTEDEEEEIKQEINblDKKYSHHRNIATY 

61 LVKNTKGNALKED C I AY I CRE I LRGLAHLHAHKYI HRD I KGQNVLLTENAE VKLVD FGV S 
121 AQLDRTVGRRNTFIGT PYWMAPEVIACDENPDATYD YRSD IVTSLGI TAIEMAE GAPPLCD 
181 I^PMRALFLIPRNPPPRIjKSKKWSKKFIDFIDTCLIKTYLSRPPTEQIiIjKFPPIRDQPTE 
241 RQVRIQLKDHIDRSRKKRGEKEETEYEYSGSEEEDDSHGEEGEPSSIMNVPGESTLRREF 
301 LRLQQENKSNSE ALKQQQQLQQQQQRD PE AH IKHLLHQRQRRIEEQKEERRRVEEQQRRE 
361 REQRKLQEKEQQRRIiEDMQALRREEERRQAEREQE YKRKQI^EQRQSERLQRQLQQEHAY 
421 LKSLQQQQQQQQLQKQQQQQLLPGDRKPLYHYGRGMNPADKPAWAREVEERTRMNKQQNS 
481 PLAKSKPGS TGPE PPI PQAS PGPPGPLS QT PPMQRPVE PQE GPHKSLVAHRVPLKPYAAP 
541 VT>RSQSIiQDQPTR^^LAAFPASHDPDPAIPAPTATPSARGAVIRQNSDPTSEGPGPSPNPP 
601 AWVRPDNE APPKVPQRTS S I ATALNTSGAGGSRPAQAVRARPRSNSAWQ I YLQRRAERGT 
661 PKPPGPPAQPPGPPKAS SNPDLRRSDPGWERSD SVLPASHGHLPQAGSLERNRVGAS SKL 
721 DSSPVLSPGNKAKPDDHRSRPGRPAVSHLVAGMACL^ 
781 IaWGWRDWCFSWC 

Mink3b nucleotide sequence 



ACCATTCTGGAAGCTCCCTAGAATCTCCTGGAATGCTTAATGGACCTTTCCAGCACCGAA 
ATTCAAGAATTATGACTCATCGGTCAGCAGAAAAGACCCTGCTGGGATCTTTGAGCTTGT 
GG AG GT GGTCGGC AAT GG AAC CT ACGGAC AGGTGT AC AAG GGTCGGC AT GT C AAG AC GGG 
GCAGCTGGCTGCCATCAAGGTCATGGATGTCACGGAGGACGAGGAGGAAGAGATCAAACA 
G GAG AT C AAC AT GC T G AAAAAGT ACTC TC AC C AC C GC AAC AT CGCC AC CT AC T AC GG AGC 
CTTGATCAAGAAGAGCCCCCCGGGAAACGATGACCAGCTCTGGCTGGTGATGGAGTTCTG 
TGGTGCTGGTTCAGTGACTGACCTGGTAAAGAACACAAAAGGCAACGCCCTGAAGGAGGA 
CTGTATCGCCTATATCTGCAGGGAGATCCTCAGGGGTCTGGCCCATCTCCATGCCCACAA 
GGTGATCCATCGAGACATCAAGGGGCAGAATGTGCTGCTGACAGAGAATGCTGAGGTCAA 
GCTAGTGGATTTTGGGGTGAGTGCTCAGCTGGACCGCACCGTGGGCAGACGGAACACTTT 
CATTGGGACTCCCTACTGGATGGCTCCAGAGGTCATCGCCTGTGATGAGAACCCTGATGC 
CACCTATGATTACAGGAGTGATATTTGGTCTCTAGGAATCACAGCCATCGAGATGGCAGA 
GGGAGCCCCCCCTCTGTGTGACATGCACCCCATGCGAGCCCTCTTCCTCATTCCTCGGAA 
CCCTCCGCCCAGGCTCAAGTCCAAGAAGTGGTCTAAGAAGTTCATTGACTTCATTGACAC 
ATGTCTCATCAAGACTTACCTGAGCCGCCCACCCACGGAGCAGCTACTGAAGTTTCCCTT 
CATCCGGGACCAGCCCACGGAGCGGCAGGTCCGCATCCAGCTTAAGGACCACATTGACCG 
ATCCCGGAAGAAGCGGGGTGAGAAAGAGGAGACAGAATATGAGTACAGCGGCAGCGAGGA 
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GGAAGATGACAGCCATGGAGAGGAAGGAGAGCCAAGCTCCATCATGAACGTGCCTGGAGA 
GTCGACTCTACGCCGGGAGTTTCTCCGGCTCCAGCAGGAAAATAAGAGCAACTCAGAGGC 
TTTAAAACAGCAGCAGCAGCTGCAGCAGCAGCAGCAGCGAGACCCCGAGGCACACATCAA 
AC ACC TGC T GC AC C AGCGGC AGC GG C GC AT AG AGG AGC AG AAGG AGG AGC GGC GC CGC GT 
GG AGG AGC AAC AGCGGCGGG AGC GGG AGC AGC GGAAGCT GCA GG A GAAGGAGC AG C AG CG 
GCGGCTGGAGGACATGCAGGCTCTGCGGCGGGAGGAGGAGCGGCGGCAGGCGGAGCGTGA 
GC AGG AAT AC AAGCGG AAGC AGC TGG AGG AGC AGCG GCAGTCAGAAC GTC TC C AGAGGC A 
GC T GC AGC AGG AGC AT GC CT ACC T C AAGTCCCT GC AGC AGC AGC AAC AGC AGC AGC AGCT 
TCAGAAACAGCAGCAGCAGCAGCTCCTGCCTGGGGACAGGAAGCCCCTGTACCATTATGG 
T C GG GGC ATG AAT CC CGC TG AC AAAC C AGCC T GG GCCCG AGAGGT AG AAG AGAG AAC AAG 
GATGAACAAGCAGCAGAACTCTCCCTTGGCCAAGAGCAAGCCAGGCAGCACGGGGCCTGA 
GCCCCCCATCCCCCAGGCCTCCCCAGGGCCCCCAGGACCCCTTTCCCAGACTCCTCCTAT 
GCAGAGGCCGGTGGAGCCCCAGGAGGGACCGCACAAGAGCCTGGTGGCACACCGGGTCCC 
ACTGAAGCCATATGCAGCACCTGTACCCCGATCCCAGTCCCTGCAGGACCAGCCCACCCG 
AAACCTGGCTGCCTTCCCAGCCTCCCATGACCCCGACCCTGCCATCCCCGCACCCACTGC 
CACGCCCAGTGCCCGAGGAGCTGTCATCCGCCAGAATTCAGACCCCACCTCTGAAGGACC 
TGGCCCCAGCCCGAATCCCCCAGCCTGGGTCCGCCCAGATAACGAGGCCCCACCCAAGGT 
GCCTCAGAGGACCTCATCTATCGCCACTGCCCTTAACACCAGTGGGGCCGGAGGGTCCCG 
GCCAGCCCAGGCAGTCCGTGCCAGACCTCGCAGCAACTCCGCCTGGCAAATCTATCTGCA 
AAGGCGGGCAGAGCGGGGCACCCCAAAGCCTCCAGGGCCCCCTGCTCAGCCCCCTGGCCC 
GCCCAACGCCTCTAGTAACCCCGACCTCAGGAGGAGCGACCCTGGCTGGGAACGCTCGGA 
CAGCGTCCTTCCAGCCTCTCACGGGCACCTCCCCCAGGCTGGCTCACTGGAGCGGAACCG 
CGTGGGAGCCTCCTCCAAACTGGACAGCTCCCCTGTGCTCTCCCCTGGGAATAAAGCCAA 
GCCCGACGACCACCGCTCACGGCCAGGCCGGCCCGCAGTGAGTCACCTGGTGGCAGGCAT 
GGCCTGCCTCATCCTGGTTTGGGGCTTAGCCTCAGGGTGCTGGGTGTCAGGGGTGGGGTC 
TCCGCTGATCTACCGAGAAGGGCTGTGGGGATGGAGGGACTGGTGCTTCTCATGGTGCTA 
ACCTTTCCTAACCTCTCTCCTAACCTCTCTCCTAACCTCTCTTCTGGCTCTTTCTTCCCC 
TGCGGCCCCTCCCAGAGCTATAAGCGAGCAATTGGTGAGGTTAGTGAGATGGGCCTGCTT 
GTGGGAGCCCCTCCTGTCGCCCTGCTGGGGCGTCCCGGCACCCTTTGTCTACCTCCACCC 
AGGCCCAGCTTCTCCCTGCCCCTCACGTGGCTCCTCCCTGCAGGACTTTGTGTTGCTGAA 
AGAGCGGACTCTGGACGAGGCCCCTCGGCCTCCCAAGAAGGCCATGGACTACTCGTCGTC 
CAGCGAGGAGGTGGAAAGCAGTGAGGACGACGAGGAGGAAGGCGAAGGCGGGCCAGCAGA 
GGGGAGC AGAGAT AC C C C T GGGGGCC GC AGC G AT GGGG AT AC AG AC AGCGTC AGC ACC AT 
GGTGGTCCACGACGTCGAGGAGATCACCGGGACCCAGCCCCCATACGGGGGCGGCACCAT 
GGTGGTCCAGCGCACCCCTGAAGAGGAGCGGAACCCGCTGCATGCTGACAGCAATGGGTA 
CACAAACCTGCCTGACGTGGTCCAGCCCAGCCACTCACCCACCGAGAACAGCAAAGGCCA 
AAGCCCACCCTCGAAGGATGGGAGTGGTGACTACCAGTCTCGTGGGCTGGTAAAGGCCCC 
T GGC AAG AGCT CGTT C AC G ATGTT TGTGG AT CT AGGG AT C T ACC AGCCTGG AGGC AGTGG 
GGACAGCATCCCCATCACAGCCCTAGTGGGTGGAGAGGGCACTCGGCTCGACCAGCTGCA 
GTACGACGTGAGGAAGGGTTCTGTGGTCAACGTGAATCCCACCAACACCCGGGCCCACAG 
TGAGACCCCTGAGATCCGGAAGTACAAGAAGCGATTCAACTCCGAGATCCTCTGTGCAGC 
CCTTTGGGGGGTCAACCTGCTGGTGGGCACGGAGAACGGGCTGATGTTGCTGGACCGAAG 
TGGGCAGGACAAGGTGTATGGACTCATTGGGCGACGACGCTTCCAGCAGATGGATGTGCT 
GGAGGGGCTCAACCTGCTCATCACCATCTCAGGGAAAAGGAACAAACTGCGGGTGTATTA 
CCTGTCCTGGCTCCGGAACAAGATTCTGCACAATGACCCAGAAGTGGAGAAGAAGCAGGG 
CTGGACCACCGTGGGGGACATGGAGGGCTGCGGGCACTACCGTGTTGTGAAATACGAGCG 
GATTAAGTTCCTGGTCATCGCCCTCAAGAGCTCCGTGGAGGTGTATGCCTGGGCCCCCAA 
ACCCTACCACAAATTCATGGCCTTCAAGTCCTTTGCCGACCTCCCCCACCGCCCTCTGCT 
GGTCGACCTG ACAGT AGAGGAGGGGC AGCGGCTC AAGGTC ATC T ATGGCTC C AGT GCTG G 
CTTCCATGCTGTGGATGTCGACTCGGGGAACAGCTATGACATCTACATCCCTGTGCACAT 
CCAGAGCCAGATCACGCCCCATGCCATCATCTTCCTCCCCAACACCGACGGCATGGAGAT 
GCTGCTGTGC T ACGAGGACGAGGGTGTCTAC GTCAACACGT ACGGGCGC ATC ATT AAGGA 
TGTGGTGCTGCAGTGGGGGGAGATGCCTACTTCTGTGGCCTACATCTGCTCCAACCAGAT 
AATGGGCTGGGGTGAGAAAGCCATTGAGATCCGCTCTGTGGAGACGGGCCACCTCGACGG 
GGTCTTCATGCACAAACGAGCTCAGAGGCTCAAGTTCCTGTGTGAGCGGAATGACAAGGT 
GTTTTTTGCCTCAGTCCGCTCTGGGGGCAGCAGCCAAGTTTACTTCATGACTCTGAACCG 
TAACTGCATCATGAACTGGTGAAAGGGC 

Mink3c protein sequence 

1 MDVTEDEEEE IKQE INMLKKYSHHRNIATYYGAFIKKSPPGNDDQLWLVMEFCGAGSVTD 

61 LVKNTKGNALKEDCIAYICREILRGI^ 

121 AQLDRWGRRNTFIGTPYWMAPEVIACDENPDATYD^ 

181 MHPMRALFLIPRNPPPRLKSKKWSKKFIDFIDTCLIKTYLSRPPTEQLIiKFPFIRDQPTE 
241 RQVRIQT^HIDRSRKKRGEKEETEyEYSGSEEEDDSHGEEGEPSSIM^m>GESTLRREF 
301 LRLQQENKSNSEALKQQQQLQQQQQRDPE AHIKHLLHQRQRRIEEQKEERRRVEEQQRRG 
361 RE QRKLQE KE QQRRLE DMQ ALRRE E E RRQ AE RE QE YKRKQLE E QRQ S E RLQRQLQQE HAY 
421 LKSLQQQQQQQQLQKQQQQQLLPGDRKPI/YHYGRGMN^ 

481 PLAKSKPGSTGPEPPIPQASPGPPGPLSQTPPMQRPVEPQEGPHKSLVAHRVPLKPYAAP 
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541 VPRSQSLQDQPTRNIiAAFPASHDPDPAIPAPTATPSARGAVIRQNSDPTSEGPGPSPNPP 
601 AWVRPDNEAPPKVPQRTS S IATALNTSGAGGSRPAQAVRARPRSNSAWQIYLQRRAERGT 
661 PKPPGPPAQPPGPPNASSNPDI^SDPGV^RSDSVLPASHGHLPQAGSLERNRVGASSKL 
721 DSSPVLSPGNKAKPDDHRSRPGRPADFVLLKERTLDEAPRPPKKAMDYSSSSEEVESSED 
781 DEEEGEGGPAEGSRDTPGGRDGDTDSVSTMWHDVEEITGTQPPYGGGTMWQRTPEEER 
841 NLLHADSNGYTl^PDVVQPSHSPTENSKGQSPPSKDGSGDyQSRGLVKAPGKSSFT>IB , VD 
901 LGI YQPGGSGD S IPI TALVGGE GTRLDQLQYDVRKGSVVNVNPTNTRAHSETPE IRKYKK 
961 RFNSE ILCAALWGVHLLVGTENGLMLLDRSGQGKVYGLIGRRRFQQMDVIjE GLNLL IT I S 
1021 GKRNKLRVYYL SWLRNKILHND PE VEKKQGWT TVGDME GCGH YRWKYERIKFLVI AIjKS 
1081 SVEVYAWAPKPYHKEMAFKSFADLPHRPLLVD^ 

1141 S YD I YI PVH IQS Q I TPHAI I FLPNTDGMEMLLCYEDEGVYVNT YGRI I KDWLQWGEMP T 
1201 S VAY I C SNQ IMGWGE KAI E IRSVETGHLDGVFMHKRAQRLKFLCERNDKVFFASVRSGGS 
1261 SQVYFMTLNRNCIMNW 



Mink3c nucleotide sequence 

AC C ATTCT GG AAGCTC CCT AG AATCT CC TGG AAT GC T 

TAATGGACCTTTCCAGCACCGAAATTCAAGAATTATGACTCATCGGTCAGCAGAAAAGAC 
CCTGCTGGGATCTTTGAGCTTGTGGAGGTGGTCGGCAATGGAACCTACGGACAGGTGTAC 
AAGGGTCGGCATGTCAAGACGGGGCAGCTGGCTGCCATCAAGGTCATGGATGTCACGGAG 
GACGAGGAGGAAGAGATCAAACAGGAGATCAACATGCTGAAAAAGTACTCTCACCACCGC 
AACAT CGCCACCT AC TAC GGAGCCTTC AT CAAGAAGAGCC CCCC GGGAAACGATGACC AG 
CTCTGGCTGGTGATGGAGTTCTGTGGTGCTGGTTCAGTGACTGACCTGGTAAAGAACACA 
AAAGGCAACGCCCTGAAGGAGGACTGTATCGCCTATATCTGCAGGGAGATCCTCAGGGGT 
CTGGCCCATCTCCATGCCCACAAGGTGATCCATCGAGACATCAAGGGGCAGAATGTGCTG 
CTGACAGAGAATGCTGAGGTCAAGCTAGTGGATTTTGGGGTGAGTGCTCAGCTGGACCGC 
ACCGTGGGCAGACGGAACACTTTCATTGGGACTCCCTACTGGATGGCTCCAGAGGTCATC 
GCCTGTGATGAGAACCCTGATGCCACCTATGATTACAGGAGTGATATTTGGTCTCTAGGA 
ATCACAGCCATCGAGATGGCAGAGGGAGCCCCCCCTCTGTGTGACATGCACCCCATGCGA 
GCCCTCTTCCTCATTCCTCGGAACCCTCCGCCCAGGCTCAAGTCCAAGAAGTGGTCTAAG 
AAGTTCATTGACTTCATTGACACATGTCTCATCAAGACTTACCTGAGCCGCCCACCCACG 
GAGCAGCTACTGAAGTTTCCCTTCATCCGGGACCAGCCCACGGAGCGGCAGGTCCGCATC 
CAGCTTAAGGACCACATTGACCGATCCCGGAAGAAGCGGGGTGAGAAAGAGGAGACAGAA 
T ATGAGT AC AGCGGC AGC GAGGAGGAAGATG AC AGC C AT GGAGAGGAAGGAGAGC CAAGC 
TCCATCATGAACGTGCCTGGAGAGTCGACTCTACGCCGGGAGTTTCTCCGGCTCCAGCAG 
GAAAATAAGAGCAACTCAGAGGCTTTAAAACAGCAGCAGCAGCTGCAGCAGCAGCAGCAG 
CGAGACCCCGAGGCACACATCAAACACCTGCTGCACCAGCGGCAGCGGCGCATAGAGGAG 
CAGAAGGAGGAGCGGCGCCGCGTGGAGGAGCAACAGCGGCGGGGGCGGGAGCAGCGGAAG 
CTGCAGGAGAAGGAGCAGCAGCGGCGGCTGGAGGACATGCAGGCTCTGCGGCGGGAGGAG 
GAGCGGCGGCAGGCGGAGCGTGAGCAGGAATACAAGCGGAAGCAGCTGGAGGAGCAGCGG 
CAGTCAGAACGTCTCCAGAGGCAGCTGCAGCAGGAGCATGCCTACCTCAAGTCCCTGCAG 
CAGCAGCAACAGCAGCAGCAGCTTCAGAAACAGCAGCAGCAGCAGCTCCTGCCTGGGGAC 
AGGAAGCCCCTGTACCATTATGGTCGGGGCATGAATCCCGCTGACAAACCAGCCTGGGCC 
CGAGAGGTAGAAGAGAGAACAAGGATGAACAAGCAGCAGAACTCTCCCTTGGCCAAGAGC 
AAGCCAGGCAGCACGGGGCCTGAGCCCCCCATCCCCCAGGCCTCCCCAGGGCCCCCAGGA 
CCCCTTTCCCAGACTCCTCCTATGCAGAGGCCGGTGGAGGCCCAGGAGGGACCGCACAAG 
AGCCT GGT GGC ACACCGGGTCCC ACTGAAGCC AT ATGC AGCACCTGT ACCCCGAT CCC AG 
TCCCTGCAGGACCAGCCCACCCGAAACCTGGCTGCCTTCCCAGCCTCCCATGACCCCGAC 
CCTGCCATCCCCGCACCCACTGCCACGCCCAGTGCCCGAGGAGCTGTCATCCGCCAGAAT 
TCAGACCCCACCTCTGAAGGACCTGGCCCCAGCCCGAATCCCCCAGCCTGGGTCCGCCCA 
GATAACGAGGCCCCACCCAAGGTGCCTCAGAGGACCTCATCTATCGCCACTGCCCTTAAC 
ACCAGTGGGGCCGGAGGGTCCCGGCCAGCCCAGGCAGTCCGTGCCAGACCTCGCAGCAAC 
TCCGCCTGGCAAATCTATCTGCAAAGGCGGGCAGAGCGGGGCACCCCAAAGCCTCCAGGG 
CCCCCTGCTCAGCCCCCTGGCCCGCCCAACGCCTCTAGTAACCCCGACCTCAGGAGGAGC 
GACCCTGGCTGGGAACGCTCGGACAGCGTCCTTCCAGCCTCTCACGGGCACCTCCCCCAG 
GCTGGCTCACTGGAGCGGTiACCGCGTGGGAGCCTCCTCCAAACTGGACAGCTCCCCTGTG 
CTCTCCCCTGGGAATAAAGCCAAGCCCGACGACCACCGCTCACGGCCAGGCCGGCCCGCA 
GACTTTGTGTTGCTGAAAGAGCGGACTCTGGACGAGGCCCCTCGGCCTCCCAAGAAGGCC 
AT GGAC T ACT C GT C GT CC AGC G AGGAGGT GGAAAGC AGTG AGG ACGAC G AGG AGG AAGGC 
G AAGGC GGGCC AGC AG AGG GG AG C AG AGAT ACCC C TGGGGGCCGC GAT GGGG AT AC AG AC 
AGCGTCAGCACCATGGTGGTCCACGACGTCGAGGAGATCACCGGGACCCAGCCCCCATAC 
GGGGGCGGCACCATGGTGGTCCAGCGCACCCCTGAAGAGGAGCGGAACCTGCTGCATGCT 
GACAGCAATGGGTACACAAACCTGCCTGACGTGGTCCAGCCCAGCCACTCACCCACCGAG 
AACAGCAAAGGCCAAAGCCCACCCTCGAAGGATGGGAGTGGTGACTACCAGTCTCGTGGG 
CTGGTAAAGGCCCCTGGCAAGAGCTCGTTCACGATGTTTGTGGATCTAGGGATCTACCAG 
C C TGG AGGC AGTG GGG AC AGC ATCCC CAT C AC AG CCC T AGTGGGT GGAG AGGGC ACT CGG 
CTCGACCAGCTGCAGTACGACGTGAGGAAGGGTTCTGTGGTCAACGTGAATCCCACCAAC 
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ACCCGGGCCCACAGTGAGACCCCTGAGATCCGGAAGTACAAGAAGCGATTCAACTCCGAG 
ATCCTCTGTGCAGCCCTTTGGGGGGTCAACCTGCTGGTGGGCACGGAGAACGGGCTGATG 
TTGCTGGACCGAAGTGGGCAGGGCAAGGTGTATGGACTCATTGGGCGGCGACGCTTCCAG 
CAGATGGATGTGCTGGAGGGGCTCAACCTGCTCATCACCATCTCAGGGAAAAGGAACAAA 
CTGCGGGTGTATTACCTGTCCTGGCTCCGGAACAAGATTCTGCACAATGACCCAGAAGTG 
GAGAAGAAGCAGGGCTGGACCACCGTGGGGGACATGGAGGGCTGCGGGCACTACCGTGTT 
GTGAAATACGAGCGGATTAAGTTCCTGGTCATCGCCCTCAAGAGCTCCGTGGAGGTGTAT 
GCCTGGGCCCCCAAACCCTACCACAAATTCATGGCCTTCAAGTCCTTTGCCGACCTCCCC 
CACCGCCCTCTGCTGGTCGACCTGACAGTAGAGGAGGGGCAGCGGCTCAAGGTCATCTAT 
GGCTCCAGTGCTGGCTTCCATGCTGCGGATGTCGACTCGGGGAACAGCTATGACATCTAC 
ATCCCTGTGCACATCCAGAGCCAGATCACGCCCCATGCCATCATCTTCCTCCCCAACACC 
GACGGCATGGAGATGCTGCTGTGCTACGAGGACGAGGGTGTCTACGTCAACACGTACGGG 
CGCATCATTAAGGATGTGGTGCTGCAGTGGGGGGAGATGCCTACTTCTGTGGCCTACATC 
TGCTCCAACCAGATAATGGGCTGGGGTGAGAAAGCCATTGAGATCCGCTCTGTGGAGACG 
GGCCACCTCGACGGGGTCTTCATGCACAAACGAGCTCAGAGGCTCAAGTTCCTGTGTGAG 
CGGAATGACAAGGTGTTTTTTGCCTCAGTCCGCTCTGGGGGCAGCAGCCAAGTTTACTTC 
ATGACTCTGAACCGTAACTGCATCATGAACTGGTGA 
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